
21p 21q

−1.5

−1
−0.5

0

0.5
1

Lo
g 

R 
Ra

tio

21p 21q

0

0.25

0.5

0.75

1

B 
Al

le
le

 F
re

q

21p 21q
S−LOH
G−LOH

0
1
2
3
4
5
6
7
8

Co
py

 n
um

be
r

21p 21q
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

21p 21q
S−LOH
G−LOH

−4
−3
−2
−1

0
1
2
3
4

Re
l. 

CN
 C

ha
ng

e

21p 21q
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

21p 21q
S−LOH
G−LOH

−4
−3
−2
−1

0
1
2
3
4

Re
l. 

CN
 C

ha
ng

e

21p 21q
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

21p 21q
S−LOH
G−LOH

−4
−3
−2
−1

0
1
2
3
4

Re
l. 

CN
 C

ha
ng

e

21p 21q
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

21p 21q
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

Whole Genome Summary

21p 21q
S−LOH
G−LOH

−4
−3
−2
−1

0
1
2
3
4

Chromosome

Re
l. 

CN
 C

ha
ng

e



15 20 25 30 35 40 45

−1.5

−1
−0.5

0

0.5
1

Lo
g 

R 
Ra

tio

15 20 25 30 35 40 45

0

0.25

0.5

0.75

1

B 
Al

le
le

 F
re

q

15 20 25 30 35 40 45
S−LOH
G−LOH

0
1
2
3
4
5
6
7
8

Co
py

 n
um

be
r

R
an

k 
1

15 20 25 30 35 40 45
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

15 20 25 30 35 40 45
S−LOH
G−LOH

0
1
2
3
4
5
6
7
8

Co
py

 n
um

be
r

R
an

k 
2

15 20 25 30 35 40 45
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

15 20 25 30 35 40 45
S−LOH
G−LOH

0
1
2
3
4
5
6
7
8

Co
py

 n
um

be
r

R
an

k 
3

15 20 25 30 35 40 45
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

15 20 25 30 35 40 45
S−LOH
G−LOH

0
1
2
3
4
5
6
7
8

Co
py

 n
um

be
r

R
an

k 
4

15 20 25 30 35 40 45
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

15 20 25 30 35 40 45
0

0.2

0.4

0.6

0.8

1

No
rm

al
 F

ra
ct

io
n

Chromosome 21

15 20 25 30 35 40 45
S−LOH
G−LOH

0
1
2
3
4
5
6
7
8

Co
py

 n
um

be
r

Position / Mb

R
an

k 
5


